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biliary glycoprotein 231: 104 
bilirubin-IX isomer 233: 467 

biliverdin reductase 233: 467 
biliverdin-IX isomer 233: 467 
bimolecular kinetics 228: 665 

binary toxins 228: 257 

binding 231: 440 

binding affinity 234: 521 

binding domain 234: 861 

binding site 231: 266 
bioelectrochemistry 231: 352 
bioenergetics 227: 903 

bio-imprinting 227: 551 

bioreactor 230: 773 

biosensor 230: 416 

biotinylation 231: 790 

Birch reduction 234: 921 

(bis)amidines 229: 433 

black widow spider 230: 322, 854 

blood 230: 1102 

blood cells, peripheral 227: 407 

blood coagulation 227: 433 

blood serum 232: 747 

blood/brain barrier 229: 641; 233: 414 
blood-group antigens 230: 503; 231: 862; 234: 323 
blood-type AB 231: 862 

blue copper proteins 228: 653 

blue light 233: 238 

blue native electrophoresis 227: 909, 916; 230: 235 
BMHI1 229: 45 

BMH2 229: 45 

boar seminal plasma protein AWN-1 230: 329 
boar spermadhesins 230: 329 

bone sialoprotein 230: 183 

botulinum C2 toxin 230: 32 

bovine 230: 350 

bovine duodenal mucosa 227: 866, 873 
bovine liver 230: 221 

bovine milk 234: 939 

bovine pseudogene 233: 736 

brain 230: 971 

brain metabolism 227: 308 

branch specificity 232: 718 
branched-chain fatty acids 231: 815 
branched-chain-oxoacid dehydrogenase 233: 828 
Brassica 229: 550 

breast cancer cells 233: 607 

brefeldin A 234: 240 

bromelain inhibitor 232: 335 
bromoenollactone 228: 199 

brown adipose tissue 233: 219 

brown adipose tissue mitochondria 229: 718 
brush border 231: 682 

BSA 227: 563 

Burkholderia cepacia 231: 784 

butyrate metabolism 233: 954 

BWHAC 232: 37 


ye 228: 305 

C, photosynthesis 228: 92 

SC labeling 232: 433 

C-NMR 227: 488, 829; 231: 697, 779; 232: 522 

CaCo2 229: 21 

cadmium 233: 554; 234: 780 

calbindin2s,p, 230: 68 

calcineurin 230: 68, 469 

calcium 228: 587; 229: 512; 230: 68, 164, 1125; 
233: 701; 234: 231, 801, 878 

calcium binding 227: 35; 228: 962; 232: 515, 825; 
234: 293 

calcium phosphate 230: 454 

calcium-binding proteins 227: 97; 228: 39; 
230: 424, 498, 658, 741 

calcyphosine-related 227: 97 

calmodulin 227: 35; 230: 68, 139, 1014; 233: 701; 
234: 50 

calorimetry 229: 605; 234: 887 

calpain 230: 25; 233:9 

calretinin 230: 424 

calystegins 229: 369 

cAMP 229: 338, 641; 232: 62; 234: 670, 680 

cAMP-binding protein 228: 480; 232: 664 

cAMP-dependent protein kinase 228: 480; 
231: 486; 232: 664; 233: 963 

cAMP regulation 231: 466 

cAMP-responsive-element-binding protein 
231: 466 

Campylobacter jejuni 231: 570 

canavanine resistance 229: 233 

Candida parapsilosis 228: 169 

cannabinoid 232: 54 

cannabinoid receptors (CB1; CB2) 232: 54 

CANNTG promoter element (E box) 230: 88 

capillary electrophoresis 233: 815 

capsular polysaccharide 232: 391 

carbamoylation 230: 773 

carbamoyl-phosphate synthetase 228: 351 

carbamoyl-phosphate synthetase | 229: 377 

carbohydrate 230: 994 

carbohydrate binding 233: 145, 561 

carbohydrate chains 228: 981, 1009 

carbohydrate recognition 230: 207 

carbohydrate structure analysis 228: 805 

carbohydrate-binding proteins 230: 329 

carbohydrate-deficient glycoprotein syndrome 
230: 797 

carboligase 234: 650 

f-carbon branched amino acids 227: 707 

carbon metabolism 233: 520 

carbonic anhydrase I 229: 696 

carbon-phosphorus bond 234: 225 

carbonyl reductase 228: 381, 473 

4-carboxyglutamic acid 232: 515 

carboxylation 228: 677 

carboxylesterase 230: 607 

carcinoembryonic antigen 229: 455; 231: 104 

carcinoembryonic antigen family 234: 527 

cardiac troponin 228: 962 

cardiac troponin I 231: 486 

cardiac-glycoside receptor 227: 61 

cardiolipin 228: 113 

cardiotoxin 230: 213 

carnitine carrier 228: 271 

carnitine 
fatty acyl derivatives 231: 199 

carotene desaturation 233: 864 

carotenoid genes 233: 238 

K-carrageenase 228: 971 

cartilage 234: 125 

casein kinase II 229: 703; 230: 1025; 232: 671 

casein micelle 230: 454 

catabolite repression 233: 200 

catalase 232: 188 

catalase HPII 230: 127 

catalysis 229: 395; 230: 127 

catalyti¢ center N 230: 1118 

catalytic efficiency coefficients 233: 727 

catalytic subunit 231: 149 

catechol 2,3-dioxygenase 229: 113 

Catharanthus roseus 228: 74; 230: 1053 
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cathepsin B 229: 35, 533; 234: 39 

cathepsin L 232: 241 

cation-z binding 232: 264 

cationic 232: 825 

cationic liposome 228: 697 
(Ca?* or Mg?*) 227: 150 

Ca’*-ATPase 234: 626 

CCAAT-binding protein 227: 636 

CCAAT/enhancer-binding protein @ 232: 397 

CCAAT/enhancer-binding protein 231: 292 

CCACC box 233: 793 

Cdc2 kinase 230: 1025 

Cdc21 protein 230: 1096 

Cdc25 228: 96 

Cdc46 228: 431 

cDNA 228: 86, 279, 456; 229: 566; 231: 602 

cDNA clone 230: 533 

cDNA cloning 228: 129; 230: 193, 350, 760, 766, 
1059; 231: 344; 232: 411; 233: 694, 976; 
234: 8, 819 

cDNA sequence 228: 927 

CD59 227: 116 

cecropia immunoresponsive factor 231: 93 

cell-adhesion activity 230: 965 

cell-adhesion molecule 228: 316, 439; 234: 527 

cell culture 233: 132 

cell cycle 230: 1037; 231: 496; 232: 789 

cell delivery 228: 697 

cell fractionation 234: 871 

cell lines 230: 316 

cell nucleus 228: 211 

cell proliferation 227: 209; 232: 404, 881 

cell size 227: 734 

cell suspension culture 229: 710 

cell wall 233: 520 

cellobiohydrolase II (Trichoderma reesei) 231: 250 

cellotriose hydrolysis 231: 250 

B cells 232: 627 

cellular retinol-binding protein 229: 486 

cellulose-binding domain 231: 142 

cell-wall metabolism 228: 855 

center-N inhibitor resistance 230: 1118 

central nervous system 230: 193 

cephalosporin C 230: 773 

ceramide galactosyltransferase 233: 947 

cerebellar astrocytes 231: 697 

cerulenin analogues 228: 704 

c-Fgr 229: 164 

c-fos proto-oncogene 231: 535 

cgkA gene 228: 971 

chain length 227: 734 

channel 228: 311 

channel closing 229: 155 

channeling 232: 7, 569 

chaperone 231: 181, 312, 736; 232: 834; 233: 209 

chaperonin 227: 848; 230: 3 

chaperonin containing t-complex polypeptide 1 
(CCT) 230:3 

characterization 230: 52, 200; 232: 19 

chemical cross-linking 227: 459; 231: 220; 
233: 123 

chemical modification 229: 395, 749; 231: 56, 149 

chemical sequencing 233: 93 

chemical synthesis 231: 166 

chemically truncated fragments 228: 362 

chemokine 227: 328 

chemosensitizers 228: 1020 

chemosensory 230: 298 

chemotactic factor 231: 306 

chicken 227: 73, 617 

chimaerin 227: 636 

chimera 234: 171 

chimeric enzyme 230: 934 

chimeric proteins 231: 214 

chimeric receptor 228: 842 

Chinese hamster ovary cells 232: 62; 234: 579 

chitin-binding domain 229: 132 

chitooligosaccharide 231: 56 

Chlamydia psittaci 229: 194 

Chlamydomonas 231: 448 

Chlamyd s reinhardtii 229: 473; 230: 987; 
234: 16 
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chloramphenicol acetyltransferase assay 233: 18; 
234: 827 

chloramphenicol acetyltransferase vectors 227: 636 

2-chloro-2’-deoxyadenosine 233: 886 

chlorophyll b 229: 291 

chlorophyll fluorescence 230: 987 

chlorophyll-protein complex 234: 16 

chloroplast 228: 490 

chloroplast ATP synthase f subunit 228: 265 

cholecystokinin 230: 439 

cholesterol 233: 171 

cholesterol conjugate 232: 404 

cholesterol ester 230: 567 

cholesterol esterase 230: 607 

cholesterol homeostasis 228: 144 

cholesterol 7a-hydroxylase 228: 596 

cholesterol transport 234: 680 

chondroitin sulfate 233: 687 

chorionic gonadotropin 227: 880 

chromatin 231: 271 

Chromatium 232: 811 

chromogranin 229: 356 

chromosomal mapping 232: 84 

chromosome 227: 214 

chromosome 6 233: 258 

chromosome 14 231: 317 

chromosome localization 233: 62 

chymase 227: 102; 233: 192 

chymotrypsin inhibitor 230: 250 

circular dichroism 227: 226, 573; 228: 149, 683; 
229: 61; 230: 879, 1111; 231: 220; 232: 98, 
515; 234: 570 

citrate 231: 192 

citrate synthase 227: 292 

Citrobacter 229: 299 

c-Jun 231: 370 

cladribine 233: 886 

clathrin 228: 279 

cloning 228: 120; 233: 102 

Clostridium hydroxybenzoicum 229: 77 

Clostridium litorale 234: 192 

Clostridium symbiosum 234: 603 

[4Fe—4S] cluster 231: 149 

clusterin gene 229: 215 

c-myc 232: 397 

CO photodissociation 228: 665 

coated vesicles 230: 25 

cobalt proteins 231: 358 

codeine 233: 132 

codeinone reductase 233: 132 

Codium fragile tomentosoides 233: 145 

coenzyme A 
fatty acyl derivatives 231: 199 

coenzyme Fy 234: 592 

coenzyme Fy) 227: 169; 231: 773; 233: 727; 
234: 592 

coenzyme M methyltransferase 228: 640 

coenzyme specificity 227: 551 

cofactor 233: 579 

cofactor regeneration 233: 593 

colicin 229: 155 

colicin A 231: 544 

colipase 227: 663 

colitis 232: 603 

collagen 228: 45; 232: 364; 234: 59, 125 

collagen VI 234: 542 

collagen XVI 228: 160 

collagenase 228: 830; 234: 485 

colon 234: 843 

colon carcinoma cell lines 230: 424 

Comamonas testosteroni 230: 899 

common y chain 234: 100 

compartmentation 233: 538 

competitive reverse PCR 232: 671 

complementation 231: 45 

complex I 230: 538 

complex III 230: 235 

complex IV 230: 235 

complex carbohydrates 233: 458 

complex formation 228: 431 

t-complex polypeptide 1 (TCP-1) ring complex 
227: 848; 230: 3 


component PP3 234: 939 

compressibilities 233: 600 

computer graphics 230: 365 

concentration dependence 234: 827 

confocal laser scanning microscopy 232: 633 

conformation 228: 149; 229: 726; 231: 370, 551, 
659; 232: 726; 234: 501 

conformational analysis 234: 887 

conformational changes 227: 241; 228: 55, 265 

conformational effects 229: 445 

conformational flexibility 230: 1073 

conformational switching 228: 176 

conglutin y 230: 886 

connectin 230: 752 

connexins 234: 670 

conserved N-terminal amino acid motif 233: 727 

constitutive activity 229: 338 

constitutive expression 232: 789 

control theory 229: 403 

convertases 229: 91 

cooperativity 227: 516; 228: 257; 231: 133 

copper 233: 554 

copper active site 232: 98 

copper(I) thiolate clusters 227: 226 

coproporphyrinogen oxidase 230: 760 

cordycepin 233: 784 

core-lipid A structure 233: 152 

core oligosaccharide 231: 570 

corneal endothelial cells 234: 479 

corpus luteum 234: 264 

corrinoids 228: 640 

cortical astrocytes 231: 697 

cortical plate 229: 239 

Corynebacterium 227: 488 

COS-7 cells 230: 207 

covalently bound flavin 234: 271 

CO, exchange 228: 677 

CpG methylation 229: 445 

Crabtree effect 231: 704 

creatine kinase 234: 160, 570 

creatinine metabolism 229: 284 

cross-linking 228: 305, 772; 231: 381; 233: 930; 
234: 427, 695 

crotonyl-CoA reductase 233: 954 

cruciform DNA 230: 926 

cruciform-resolving enzymes 230: 926 

crustacea 227: 97 

crystal structure 227: 838; 231: 157; 234: 563 

a-crystallin 231: 181 

crystalline bacterial cell-surface layer 229: 308 

crystallography 230: 111 

C-sre kinase (CSK) 234: 317 

C-terminal domain 227: 35 

C-terminal processing 227: 545 

C-terminal sequencing 228: 362 

CTP synthetase 233: 538 

Cu, Zn superoxide dismutase 232: 220; 234: 855 

Cu, 232: 294 

CUB domain 234: 887 

Culex quinquefasciatus 228: 206 

cultured tobacco cells 228: 855 

Curvularia inaequalis 229: 566 

cutinase 231: 50 

cyanobacteria 233: 266; 234: 459 

cyanobacterium Synechococcus elongatus 233: 677 

cyclic amplification and selection of targets 233: 73 

cyclic phosphate 232: 391 

cyclic voltammetry 232: 811 

cyclin B/p34cdc2 230: 491 

cyclooxygenases 227: 130 

cyclophilin 230: 1125; 232: 755, 765; 234: 284 

cyclophilin-40 229: 188 

cyclosporin 230: 469, 1125 

cyclosporin A 229: 188; 232: 765; 234: 231, 284 

cycM-encoded membrane anchor 231: 259 

CYPIIB 229: 249 

CYP7 228: 144 

cysteine 230: 127 

cysteine derivative 230: 821 

cysteine phosphate 233: 116 

cysteine protease 231: 300; 233: 490 

cysteine protease inhibitor 232: 335 





cysteine proteinase 227: 582 

cysteine residue 227: 510 

cytidine deaminase 233: 538 

cytidylyltransferase 233: 62 

cytochrome b 234: 208 

cytochrome b mutants 230: 1118 

cytochrome bc, complex 230: 359, 1118 

cytochrome b; 232: 522, 798 

cytochrome c 229: 148; 232: 206; 233: 335 

cytochrome c reductase 228: 878 

cytochrome cd, 232: 737; 233: 665 

cytochrome c, 231: 133 

cytochrome d 232: 304 

cytochrome oxidase 231: 579 

cytochrome P-450 231: 292, 337, 855; 233: 219, 
600 

cytochrome P-450 2E1 230: 914 

cytochrome P-450 2E1 inhibitors 230: 914 

cytochrome P-450 3A1 gene expression 229: 171 

cytochrome P-450,,; 229: 249; 232: 247 

cytochrome-c oxidase 227: 296, 588; 229: 148; 
231: 259; 232: 294; 234: 443 

cytochromes 227: 249, 261, 829; 230: 1007; 
232: 247; 234: 878 

cytokeratin K17 227: 143 

cytokine-induced neutrophil chemoattractant 
231: 306 

cytokine receptors 234: 100 

cytokines 227: 838; 229: 327 

cytomegalovirus 234: 397 

cytoskeleton 233: 976 

cytosolic phospholipase A, 231: 593 

cytotoxicity 232: 134, 165, 188 

cytotoxin 230: 242 


D1 protein 227: 723 

D2, CP43, CP47 proteins 231: 448 

dansylcadaverine 232: 773 

deazaflavin 233: 357 

decarboxylase 230: 104 

decay-associated fluorescence spectra 227: 823 

degradation 227: 524; 229: 276; 232: 747 

dehydratase 231: 414 

dehydrogenase 233: 891 

denaturation 230: 614 

denaturation intermediate 227: 563 

dendrite 227: 68 

denitrification 232: 737; 233: 665 

2-deoxy-D-glucose 228: 727 

3-deoxy-D-manno-octulopyranosonic acid (Kdo) 
229: 194 

3-deoxy-D-manno-octulopyranosonic acid transfer- 
ase 229: 194 

3-deoxy-octulosonic acid 227: 889 

deoxyribonuclease I 230: 650 

deposition 229: 54 

desaturase 232: 798 

desaturation 230: 987 

Desulfovibrio vulgaris 232: 501 

Desulfovibrio vulgaris (Hildenborough) 231: 352 

desulfoviridin 233: 873 

development 228: 332; 229: 171; 230: 1001; 
232: 344; 234: 819 

developmental regulation 230: 1037 

dexamethasone 229: 171 

diacylglycerol 228: 579; 230: 892 

1,2-dichloroethane 228: 403 

dicistronic expression 231: 535 

Dictyostelium discoideum 228: 976 

diethyl pyrocarbonate 232: 381 

different active site 227: 687 

differential expression 230: 193 

differential induction 230: 813 

differential scanning calorimetry 228: 649; 
232: 839 

differentiation 227: 130; 232: 789; 234: 843 

digestive cysteine proteinase 227: 582 

5,6-dihydro-5,6-dihydroxy-2-oxo-1,2- 
dihydroquinoline 232: 536 

dihydrofolate reductase 228: 55 

dihydrofolate reductase gene 230: 337 

dihydrolipoamide dehydrogenase 233: 828 
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dihydroorotase 231: 220 

dihydroxyacetone 231: 498 

2,3-dihydroxybenzoic acid 230: 104 

dimer protein structure 232: 506 

dimerization 233: 1 

dimethylamine dehydrogenase 232: 264 

dinitrogen reduction 229: 14 

dinitrophenylthiocyanate 227: 612 

dioxygenase 232: 545 

dipeptide 227: 524 

diphenylene iodonium 234: 92 

Diploptera 234: 737 

Diptera 228: 45 

discrimination 233: 856 

displacement loop (D-loop) 227: 657 

dissimilatory sulfite reduction 233: 873 

dissociation 234: 160 

dissociation constant 230: 650 

distance geometry 230: 266 

disulfide bonds 227: 516, 673 

disulfide-bond substitution 227: 573 

disulfide bridges 228: 250 

disulfide-rich protein 228: 649 

dithiocarbamates 231: 667 

dithiothreitol 234: 723 

diuron 231: 448 

divalent cations 228: 337; 230: 525 

dizocilpine 228: 498 

DNA 228: 616; 445 

DnaA protein 230: 384 

DNA binding 227: 359; 228: 625, 899; 231: 204 

DNA-binding domain 232: 150 

DNA-binding proteins 231: 72 

DNA-binding site 228: 772; 234: 695 

DNA demethylation 234: 8 

DNA footprinting 232: 66 

DNA ligase I 230: 491 

DNA methylation 231: 282 

DNA methyltransferase 231: 282 

DNA pairing 231: 329 

DNA polymerase 231: 99 

DNA polymerase 6 231: 45 

DNA recognition 232: 66 

DNA - RNA hybrid 231: 557 

DNA sequence 227: 116; 228: 155, 732; 233: 238; 
234: 492 

DNA structure 228: 279; 234: 832 

DNA triple helices 232: 66 

DNA triplex 228: 918 

DNA-protein interaction 233: 179 

dodecyl f-D-maltoside/PAGE 234: 16 

dodecylphosphocholine 232: 490 

dog and human thyrotropin receptor 229: 338 

domain 232: 7; 234: 132 

domain E 231: 510 

domain motion 230: 1014 

domain specificity 227: 226 

domain X 229: 703 

dominant negative mutant 230: 164 

double specificity 227: 866 

double-stranded RNA 230: 97 

double-stranded-RNA-activated protein kinase 
(PKR) 232: 28 

Drosophila 230: 298; 233: 498, 784 

Drosophil lanogaster 227: 582 

drug design 228: 753, 830 

drug metabolism 229: 21 

drug-DNA interactions 232: 66 

DT-diaphorase 229: 21; 234: 452 

dual specificity 227: 873 

duodenase 227: 866, 873 

dyserythropoietic anemia 230: 797 





E1 229: 517 

E2 229: 517 
ecto-adenosinetriphosphatase 227: 150 
Ectothiorhodospira halophila 227: 249 
Edman degradation 233: 683 

eel 227: 673; 233: 102 

EF-hand 227: 35; 230: 658 

EF-hand protein 227: 97 

egg jelly coat 230: 146 


eicosanoid 230: 401 

eIF-2a kinase 228: 31 

eIF-4E 228: 31 

electrical enzymic processes 233: 593 

electrochemical production of NADPH 233: 593 

electrochemistry 232: 206; 233: 335, 937 

electroinsertion 230: 722 

electron microscopy 230: 365; 232: 818 

electron nuclear double resonance (ENDOR) 
227: 529 

electron spectroscopic imaging 230: 58 

electron transfer 227: 27, 903; 231: 133, 742; 
234: 686 

electronic structure 232: 522 

electropermeabilization 228: 710; 230: 722 

electrospray mass spectrometry 233: 815 

elicitor 232: 449 

ELISA 233: 42; 234: 759 

elongation 228: 704 

elongation factor 233: 277 

elongation factor 1 234: 550 

elongaticn factor Tu 227: 428; 228: 176, 184; 
229: 596; 234: 132 

elsamicin A 230: 555 

enamel cell 230: 68 

endocytic vesicle 228: 199 

endocytosis 230: 25, 408, 1102 

endo-f-galactosidase 228: 981 

endoglucanase 231: 142 

endoplasmic reticulum 232: 755; 234: 626 

endopolygalacturonase 232: 449 

endosomes 231: 802 

endothelial cell 232: 28 

endothelial cell proliferation 228: 658 

endothelial cells 227: 494; 229: 327, 641 

endothelin 228: 102; 231: 266; 234: 251 

endothelin receptor 234: 251 

endothelin receptor subtype A 228: 102 

endothelin receptor subtype B 228: 102 

endothelin-A receptor 231: 266 

endothelium 230: 287 

endotoxin 227: 889; 229: 299 

energetics 232: 528 

energy conservation 227: 261 

energy-conserving multienzyme complex 228: 640 

energy minimization 230: 266 

energy source 233: 969 

engineered protein 228: 779 

enniatin 230: 119 

2-enoyl-CoA hydratase 228: 68 

Entamoeba histolytica 231: 831; 233: 976 

entatic state 234: 363 

enteroaggregative 233: 473 

enterocyte 228: 323 

enzyme 227: 441, 551 

enzyme IIB 233: 116 

enzyme assay 229: 262 

enzyme deficiency 229: 403 

enzyme-enzyme interaction 227: 556 

enzyme inactivation 231: 667 

enzyme kinetics 230: 525; 233: 140 

enzyme mechanism 227: 481; 232: 686; 233: 347, 
372, 750 

enzyme modification 228: 473 

enzyme purification 227: 27; 221; 234: 811 

enzyme recruitment 232: 7 

enzyme redox reactions 233: 593 

enzyme-replacement therapy 234: 903 

enzyme superfamily 228: 68 

enzymic activity 228: 55; 234: 855 

enzymic inhibition 232: 844 

enzymic properties 234: 811 

enzymic synthesis 234: 323 

EP; receptor subtype 228: 23 

epidermal-growth factor 231: 593; 233: 55; 
234: 32 

epidermal-growth-factor motif 228: 515 

epidermal-growth-factor receptor 230: 951; 
231: 593 

epilancin K7 227: 757 

epitope 230: 705, 713; 231: 659; 232: 558, 611 

epitope mapping 228: 373, 463; 231: 475 
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epoxide 230: 229 

epoxide hydrolase 230: 229; 231: 65 

EPR 227: 322; 230: 1032; 231: 352; 232: 563; 
233: 317, 873, 937 

equilibrium centrifugation 230: 650 

erb-B gene product 230: 951 

erotoxin 227: 19 

ERp57/GRP58 234: 336 

erucoyl-CoA 232: 806 

Erwinia chrysanthemi 231: 142 

erythrocyte 229: 403; 231: 644; 234: 178 

erythrocyte membrane 228: 894; 230: 806 

erythroid cells 231: 271 

erythroid differentiation 230: 475 

erythroid-specific expression 233: 793 

erythropoietin 228: 981; 230: 475; 234: 92 

erythropoietin receptor 233: 793; 234: 75 


231: 639; 233: 317, 473, 766, 886, 969; 
234: 358, 934 

Escherichia coli K12 230: 525 

Escherichia coli threonyl-tRNA synthetase 
231: 726 

ESR 227: 529; 228: 199; 230: 666 

essential light-chain isoforms 227: 459 

esterification 233: 442 

estradiol receptor 231: 510 

estrogen receptor 230: 879; 231: 204; 233: 584 

estrogen-responsive elements 229: 224; 231: 204 

estrogens 231: 204; 232: 47 

ethane formation 230: 666 

ethionine 230: 788 

Eubacteria 229: 308 

Eubacterium acidaminophilum 234: 184 

Eucalyptus gunnii 229: 710 

eukaryotic DNA primase 228: 60 

evolution 227: 396; 228: 551; 229: 455, 645; 
232: 677 

evolutionary period 234: 284 

excitation/contraction coupling 233: 258 

exochitinase 229: 132 

exocytosis 230: 25 

exogastrula-inducing peptide 228: 515 

expression 227: 466; 228: 120, 745; 229: 249, 
533; 230: 38, 854; 232: 214 

expression (gene) 234: 116 

expression in COS 1 cells 233: 644 

expression in Escherichia coli 231: 790 

expression of adenosinetriphosphatase genes 
232: 596 

expression regulation 230: 741 

extended X-ray absorption fine structure (EXAFS) 
231: 186 

extracellular matrix 234: 542 

extracellular matrix glycoprotein 230: 994 


F, ATP synthase 233: 478 

Fy complex 230: 58 

F,F, ATP synthase 230: 58 

F, ATP synthase 232: 344, 578 

F,F, ATP synthase 227: 916 

F,F) ATP synthase hybrids 232: 596 

F,429-dependent N°,N'°-methylenetetrahydrometha- 
nopterin reductase 231: 773 

"°F-NMR 227: 284 

Fab fragments 234: 397 

factor [Xa 234: 140 

factor [X/factor-X-binding protein 232: 90 

factor Vila 234: 293 

factor VIII 232: 19; 234: 773 

factor X 234: 140 

factor XIIla_ 229: 257; 232: 773 

FAD-containing monooxygenase 229: 749 

familial amyloidotic cardiomyopathy 227: 772 

familial hypercholesterolemia 232: 700 

farnesyl protein transferase 234: 723 

fasciculin 229: 270; 231: 651 

Fasciola 232: 241 

fast-atom-bombardment MS 228: 362 

fatty acid biosynthesis 233: 954 

fatty acid complex 233: 377 
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fatty acids 231: 687; 232: 179, 373; 233: 384, 395; 


234: 390 

fatty acid synthase 228: 417; 230: 309 

fatty acid synthase acylation-site mutations 
228: 417 

fatty acid synthase acyl-binding sites 228: 417 

fatty acid synthesis 228: 704 

fatty-acid-binding protein (FABP) 229: 201; 
230: 872; 233: 406 

fatty-acid-binding protein (FABPc) 227: 801 

feedback regulation 228: 596 

FeMo cofactor 230: 666 

ferredoxin 229: 658; 232: 192, 811 

ferredoxin : thioredoxin reductase 231: 149 

ferredoxins 231: 352, 742 

ferritin 231: 609 

ferrochelatase 230: 760 

ferrous iron 233: 665 

fertilization 230: 329 

fetal rat 230: 235 

fibrates 232: 179; 234: 390 

fibrin 232: 90, 241; 233: 756 

fibrin binding 229: 605 

fibrinogen 232: 90 

fibrinogen fragments 229: 605 

fibrinolysis 227: 407; 231: 563; 232: 425 

fibroblast-growth factor 230: 287, 1046 

filter binding 233: 419 

fish 230: 344; 232: 411 

Flammulina velutipes 228: 244 

flavin 227: 161, 284; 230: 698 

flavodoxins 231: 628 

flavoprotein disulfide oxidoreductase 228: 745 

flavoprotein monooxygenase 231: 157 

flavoprotein oxidase 228: 408 

flavoproteins 227: 529; 230: 676, 686 

flesh fly 234: 39 

fluorescence 228: 39, 55; 229: 61, 486; 231: 226; 
232: 586, 844 

fluorescence induction 233: 709 

fluorescence properties 233: 159, 165 

fluorescence-energy transfer 234: 329 

fluorescent conjugate 227: 328 

fluorescent probe 231: 736 

2-fluoro-deoxy-D-glucose 228: 727 

5-fluoro-2’-deoxyuridine 5’-monophosphate 
232: 641 

fluorogenic substrate 229: 107 

3-fluoro-L-tyrosine 229: 540 

flux control 230: 549 

flux control coefficient 227: 194; 231: 587 

folding intermediates 231: 381 

folding-initiation sites 233: 837 

FomA porin 233: 310 

formate 232: 545 

formate dehydrogenase 234: 184 

formyltransferase gene 230: 906 

fossil 234: 125 

Fourier-transform infrared spectroscopy 227: 241; 
233: 659; 234: 570 

four-way junctions 230: 943 

free radical 230: 344 

frog 229: 249; 234: 437 

frog-oviduct-specific-protein-1 (FOSP-1) genes 
229: 224 

frost resistance 229: 710 

fructose 231: 181 

fructose-1,6-bisphosphatase 229: 675 

fructose-1,6-bisphosphate aldolase 227: 510 

fucosylated N,N’-diacetyllactosediamine 228: 1009 

function 232: 706 

functional analysis 229: 682 

functional expression 232: 411 

functionally important sites 230: 365 

fungal cell wall 231: 845 

fungal wall 227: 372 

Fura-2 229: 512 

fusion 234: 947 

fusion proteins 228: 798; 230: 38; 232: 798 

Fusobacterium nucleatum 233: 310 


G-C mismatches 230: 1073 


gadolinium 229: 155 

Gag protein 228: 739 

galactose metabolism 234: 258 

galactose-1-phosphate uridlytransferase 234: 258 

Galdieria sulphuraria 234: 258 

gangliosides 234: 786 

gangliotetraosylceramide 230: 971 

gangliotriaosylceramide 230: 971 

gastrin 230: 439 

gastrulation 228: 515 

GATA 232: 620 

GATA sequence trapping 232: 620 

gauche-gauche rotamer 228: 822 

GDP/GTP exchange 234: 550 

GDP/GTP-exchange factor 227: 537 

geh 228: 732 

gelatinase A 234: 759 

gelatinase B 234: 759 

gelation 233: 930 

gelsolin 229: 512; 234: 1 

gene 227: 214, 617; 229: 575; 231: 609; 232: 327; 
234: 116, 406, 542 

gene activation 234: 557 

gene characterization 231: 809 

gene cloning 228: 23; 231: 845 

gene conversion 233: 736 

gene duplication 233: 736 

gene evolution 231: 72; 234: 59 

gene expression 227: 396; 230: 309; 231: 126, 
337; 232: 179 

gene organization 229: 35; 232: 77 

gene promoter 229: 455 

gene regulation 230: 183, 344; 231: 517, 687; 
234: 92 

gene structure 227: 396 

gene V protein 232: 506 

genetic variant 228: 155 

genetics and biosynthesis 230: 827 

genistein 227: 379 

genomic DNA 231: 317 

genomic organisation 228: 351 

genomic structure 231: 72; 233: 18 

Geotrichum candidum lipase 228: 863 

Gla domain 234: 293 

globin genes 231: 271 

B-1,3-glucan 228: 870 

B-glucan hydrolysis 232: 849 

1,3-f-D-glucan synthase 231: 845 

1,3-1,4-f-glucanase 232: 849 

glucoamylase 1 233: 561, 568 

glucokinase 230: 309 

gluconeogenesis 227: 352 

glucose cycling 227: 352 

glucose metabolism 228: 727; 230: 170 

glucose-6-phosphate dehydrogenase 231: 181 

glucose phosphotransferase system 230: 170 

glucose transport 227: 597 

glucose transporter GLUT1 227: 454 

glucosidase I expression in COS 1 cells 231: 344 

glucosyltransferase 227: 372 

glucuronides 234: 301 

glutamate 228: 498 

L-glutamate/L-aspartate transporter (GLAST-1) 
229: 682 

glutamate dehydrogenase 229: 688; 233: 340; 
234: 603 

glutamate receptor 233: 720 

L-glutamate transporter 233: 947 

glutamic acid 227: 488 

glutamine 231: 697 

glutathione 231: 667; 232: 106 

glutathione reductase 230: 460; 231: 667; 234: 472 

glutathione S-transferase 230: 614; 231: 337 

glutathione S-transferase P 232: 106 

glutathione-disulfide oxidoreductase 227: 27 

N-glycanase 233: 35 

glycan reactivity 228: 79 

glycan-protein interaction 228: 79 

glycans 227: 270; 234: 939 

glycation 231: 181 

glyceraldehyde 233: 800 

glyceraldehyde-3-phosphate dehydrogenase 
227: 556 





glycerol phosphates 233: 442 

glycine decarboxylase 234: 116 

glycine reductase 234: 184, 192 

glycine-cleavage system 234: 116 

glycocalyx 228: 323 

glycogen 227: 308; 234: 301, 343 

glycogen metabolism 228: 753; 229: 207 

glycogen phosphorylase 228: 753; 229: 207 

glycogen synthase 229: 207; 234: 343 

glycogen synthesis 227: 597 

glycogenin 234: 343 

glycogenosis type II 234: 903 

glycohormone 227: 880 

glycolate oxidase 228: 408; 230: 157 

N-glycolylneuraminic acid 234: 786 

glycolysis 227: 194, 352; 229: 344; 233: 800 

glycomacropeptide 230: 454 

glyconeogenesis 227: 308 

glycophorin A 230: 722 

glycoprotein B 234: 397 

glycoprotein binding 233: 145 

glycoprotein CD36 230: 872 

glycoprotein hormone 228: 373 

glycoprotein models 228: 79 

glycoprotein protein matrix 228: 79 

glycoprotein separation 233: 947 

glycoproteins 227: 175; 228: 323, 343, 1009; 
229: 308; 231: 754; 232: 873; 234: 939 

glycosaminoglycan 229: 119; 231: 779 

glycosidase 232: 658 

glycosidase inhibitors 229: 369 

glycosphingolipids 230: 971 

glycosylation 227: 466; 228: 658 

glycosylation-altered soybean cells 233: 458 

glycosylphosphatidylinositol 233: 384 


glycosyltransferases 227: 880; 229: 140; 233: 607; 


234: 323 
glyoxysomes 230: 157 
glyphosate 229: 99 
Goodpasture antigen 229: 754 
Goodpasture epitope 229: 754 
grating coupler sensor 230: 416 
Graves’ disease 232: 62 
Grb2 234: 75 
GRO chemoattractant 231: 306 
growth arrest 232: 473; 234: 557 
growth control 232: 351 
growth factors 228: 16 
growth hormone 228: 45; 231: 620 
growth inhibition 233: 55 
growth-factor receptor 230: 951 
growth-factor-receptor-bound protein-2 234: 656 
growth-related function 227: 753 
GTP-binding proteins 227: 537 
guanine quartet 233: 631 


guanine-nucleotide-binding proteins 227: 428, 816; 


228: 176 
guanine-nucleotide-binding regulatory protein 
228: 102 
guanine-nucleotide-binding regulatory protein i/o 
228: 16 
guanine-nucleotide-binding regulatory protein a su- 
bunit 230: 193 
guanine-nucleotide-binding-protein-coupled recep- 
tor 232: 84 
guanine-nucleotide-binding-protein By subunits 
234: 171 
guanine-nucleotide-binding-regulatory-protein- 
coupled receptor 231: 809; 234: 251 
guanine-nucleotide-exchange factors 228: 96 
guanosine triphosphatase mechanism 229: 596 
guanosine triphosphatases 228: 531; 230: 133 
guanosine-triphosphate-activating protein 232: 691 
guide RNA-binding proteins 227: 780 
guinea pig 227: 186 
gyrase inhibitor 234: 414 


"H-NMR 228: 727, 822; 230: 146; 231: 56, 226, 
434; 233: 672, 687 

"H-NMR and *'P-NMR 229: 445 

"H-NMR, 400-MHz 230: 503 

'H,"3C-NMR 231: 424 
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Ajin+ 232: 304 

Hafnia 227: 889 

B-hairpin 230: 634; 233: 283 
half-transferrin 232: 129 

haloalkane dehalogenase 228: 403 
Haloarcula marismortui 230: 1088; 234: 24 
halophiles 230: 1088 

halophilic enzymes 230: 906 

halophilic ribosomes 233: 809 

HAP2 transcription factor 229: 651 


heat shock 227: 388; 231: 454; 232: 778; 233: 42, 


83, 784; 234: 382 

heat-shock protein 90 233: 1 

heat-shock proteins kinase 227: 416 

heat-shock response 232: 118 

heavy chain 229: 54 

HeLa cells 233: 384 

helicase 230: 384 

Helicobacter 234: 947 

helix capping 231: 405 

helix-loop-helix factor 229: 239 

hemD 231: 236 

heme 227: 249; 229: 651 

heme b 232: 522 

heme c 230: 899 

heme d, biosynthesis 232: 737 

heme metabolism 233: 467 

hemocyanin 232: 98; 233: 93 

hemocyte aggregation 233: 778 

hemocytes 233: 778 

hemoglobin 234: 431 

hemolin 230: 920 

hemolymph 228: 870 

a-hemolysin 228: 39 

hemoproteins 228: 665, 955 

Hep G2 231: 126 

heparin 227: 102 

heparin proteoglycan 233: 192 

hepatocyte 227: 352, 753; 228: 506; 230: 32, 309; 
231: 337, 620; 232: 129 

hepatocyte nuclear factor-1a 231: 414 

hepatocyte-growth factor 229: 257 

hepatocyte-growth-factor activator 229: 257 

hepatocytes 228: 912; 229: 349, 419; 234: 626 

HepG2 229: 21; 232: 473 

HepG2 cells 227: 123, 808 

hereditary erythroblastic multinuclearity with a posi- 
tive acidified serum lysis test (HEMPAS) 
230: 797 

heterodimer 228: 291 

heterodisulfide reductase 227: 261 

heterologous expression 228: 74; 230: 1053; 
233: 561 

heterotropic interactions 234: 431 

hevein 228: 649; 230: 621 

hexokinase-I 232: 569 

HIB-1B 232: 397 

high-density lipoprotein 230: 567 

higher plants 233: 506, 531 

high-fat diet 229: 741 

high-mobility-group protein 228: 129 

high-mobility-group protein 1 (HMG1) 230: 943 

high-pH anion-exchange chromatography 233: 377 

high-potential iron-sulfur proteins 232: 811 

high-resolution electron microscopy 231: 823 

hippocampus 227: 68; 228: 498 

hirudin 234: 350 

histidine residues 229: 395 

histidine tag 228: 798 

histone 229: 27 

HMG box 230: 943 

H,O, 231: 93 

Holliday structure 230: 926 

homeodomain 233: 73 

homeostasis 232: 712 

homogeneous 230: 52 

homogeneous chemical conjugate 234: 706 

homogentisate 1,2-dioxygenase 228: 425 

homologous recombination 233: 419 

homology modeling 229: 688 

homology screening 231: 602 

homopurine - homopyrimidine 228: 918 


hormonal regulation 228: 332 

hormone-sensitive lipase 229: 558 

horseradish peroxidase 227: 823; 229: 629; 
233: 364, 650; 234: 506 

host cells 231: 440 

HPLC 231: 250 

HS1 protein 229: 164 

HT29-D4 cells 234: 843 

human 228: 23; 230: 316; 232: 473 

human breast cancer 232: 47 

human chorionic gonadotropin 231: 754 

human embryonic kidney cells 234: 240 

human endothelial cells 232: 425 

human erythrocyte membranes 231: 862 

human gonadoliberin-receptor cDNA 231: 535 

human hippocampus glucosidase I 231: 344 

human immune system 232: 54 

human immunodeficiency virus 228: 191; 229: 178 

human immunodeficiency virus type 1 (HIV-1) 
233: 48; 234: 811 

human immunodeficiency virus type-1 reverse tran- 
scriptase 233: 856 

human inter-a-trypsin inhibitor 227: 808 

human kidney 233: 644 

human lysozyme 230: 965 

human milk 228: 817 

human monoclonal antibody 234: 397 

human monoclonal immunoglobulins 228: 886 

human pancreas 233: 209 

human papilloma virus type 16 229: 517 

human placenta 234: 66 

human platelets 234: 513 

human profilin I 229: 621 

human profilin II 229: 621 

human serum albumin 227: 524; 228: 155 

hyaluronan 232: 364 

hybrid enzymes 230: 481 

hybrid glucanases 229: 726 

hybrid lipase 228: 732 

hydrogen bonding 228: 388 

hydrogen peroxide 232: 188; 234: 506 

hydrogenase 227: 169, 261; 233: 372 

hydrogenase maturation 230: 133 

hydrogen-deuterium exchange 229: 14; 233: 659 

hydrolase 228: 403; 231: 528; 234: 225 

a/B hydrolase fold 233: 432 

hydrophobic protein 228: 762 

hydrophobic stretch 232: 691 

hydrophobicity 228: 596 

hydrostatic pressure 233: 600 

hydroxybenzoate degradation 229: 77 

4-hydroxybenzoate hydroxylase 231: 157 

6a-hydroxylase 231: 855 

4-hydroxy-2,2,6,6-tetramethy|piperidine-1-oxyl 
(TEMPOL) 227: 78, 87 

(R)-2-hydroxyglutaryl-CoA dehydratase 230: 698 

hydroxylase 227: 161 

12-hydroxyicosatetraenoic acid 233: 907 

12-hydroxyicosatetraenoic-acid-containing phospha- 
tidic acid 233: 907 

hydroxymethylglutaryl-CoA reductase 227: 292, 
715; 233: 506 

3-hydroxy-3-methylglutamyl-CoA reductase 
229: 558 

hydroxymethylglutaryl-CoA reductase kinase 
233: 506 

hydroxyproline-rich glycoprotein 232: 449 

hydroxysteroid dehydrogenases 227: 202 

N-hydroxysuccinimidy! digoxigenin-3-O-methylcar- 
bonyl-c-aminohexanoate 227: 61 

hyocholic acid 231: 855 

hyosophorin 228: 822 

HypB protein 230: 133 

hyperglycemia 227: 787 

hyperplasia 234: 714 

hyperpolarization 228: 323 

hyperthermophilic 229: 658 

hyperthermophilic enzyrres 230: 906 

hyperthyroid 229: 344 

Hyphomicrobium X 232: 264 

hypochlorous acid 233: 672 

hypolipidermic drug 227: 715 
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hypothyroid 229: 344 

hypoxia 234: 92, 632 
hystricomorph rodents 227: 186 
(H141W]cyclophilin-40 229: 188 


icosanoid receptor 231: 809 

IgE cross-reactivity 233: 484 

ileum 233: 406 

imino-proton exchange 234: 832 

immune gene induction 231: 93 

immune system 232: 351 

immunoactive protein 231: 639 

immunoaffinity chromatography 227: 123; 
231: 823 

x ytochemistry 232: 633 

immunoelectron microscopy 230: 58, 359 

immunoglobulin 229: 54 

immunoglobulin superfamily 230: 920; 234: 527 

immuno-gold labeling 231: 823 

immunohistochemistry 234: 125 

immunomodulatory protein 228: 244 

immunophilin 231: 761 

immunotoxins 233: 772 

import 227: 9; 228: 762 

in situ hybridization 227: 582; 230: 1059; 
232: 633; 233: 694; 234: 819 

in vitro phosphorylation 233: 327 

in vitro synthesis 234: 616 

inactivation 234: 160 

inactivator 232: 658 

incorporation 232: 646 

induced fit 234: 363 

inducer exclusion 230: 170 

inductively coupled plasma atomic emission 
spectroscopy (ICP-AES) 234: 686 

inflammation -232: 358, 603 

infrared spectroscopy 231: 199; 232: 839 

inhibition 230: 127; 231: 250; 233: 793; 234: 759 

inhibitor selectivity 229: 696 

inhibitors 228: 830; 233: 531; 234: 317, 871 

inhibitors of protein kinase C 227: 303 

inhibitory guanine-nucleotide-binding protein Ga; 
230: 164 

inhibitory monoclonal antibodies 231: 651 

initiation 228: 31 

initiation complex 228: 31 

initiation factor 228: 395 

initiation of DNA replication 228: 60 

initiator 232: 397 

inositol phosphate metabolism 234: 598 

inositol phosphates 229: 338 

inositol phospholipid 3-kinase 234: 84 

inositol polyphosphate 5-phosphatase 234: 216 

inositol 1,4,5-trisphosphate 234: 216 

insect 234: 737 

insect immunity 230: 920 

insects 228: 45, 229, 870; 229: 703 

insulin 227: 597; 229: 201, 741; 233: 299; 
234: 656, 737 

insulin gene 232: 627 

insulin-like growth factor 232: 172; 233: 299; 
234: 557 

insulin-like-growth-factor receptor 232: 172 





insulin-like-growth-factor-binding proteins 232: 47, 


172 
insulin-like-growth-factor-1 receptor 228: 842 
insulin receptor 228: 842; 229: 27; 232: 747; 
234: 108 
insulin resistance 227: 787 
integral cytochrome-c oxidase 227: 588 
integrin 
allbB3 227: 108 
interaction 231: 370; 234: 861 
interaction with Rev and Rex 233: 48 
intercalation 230: 555 
interferon-y 228: 244 
interferon-y activation sites 227: 143 
interferons 227: 143; 229: 73; 230: 97 
intergenic spacer 229: 550 
interleukin-1 receptor antagonist 227: 838 
interleukin-2 228: 244 
interleukin-4 228: 305 
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interleukin-4Ra 228: 305 

interleukin-6 227: 573, 808; 229: 349; 234: 661 

interleukin-8 227: 328 

intermediary metabolism 232: 433 

intermediate dispersed sequences 229: 575 

intermediate state 234: 160 

internalization 232: 165 

intestine 229: 455 

intracellular calcium 229: 419; 233: 414 

intracellular functions 227: 367 

intracellular iron transport 228: 337 

intrinsic fluorescence 234: 293 

invertebrate 234: 59 

ion channel 233: 310 

ion transport 232: 712 

iron 231: 609; 232: 129, 358 

iron center 233: 357 

iron metabolism 228: 229; 230: 1102 

iron substitution 227: 700 

iron-sulfur 230: 698 

iron-sulfur centers 227: 322; 234: 766 

iron-sulfur cluster 230: 538, 1032; 231: 396; 
232: 811; 233: 937 

iron-sulfur flavoprotein 232: 264 

iron-sulfur proteins 231: 396; 232: 192; 233: 937; 
234: 910 

isatoic anhydride 227: 428 

isocitrate lyase 232: 381 

isoelectric point 228: 551 

isoenzymes 228: 753; 233: 340 

isoforms 230: 235; 232: 226; 233: 1 

isoform-specific antisera 228: 316 

isomerase 229: 188 

isopeptidase 231: 1 

isoprenoid biosynthesis 233: 506 

isoprenylation 234: 723 

isoproterenol 228: 343 

isotope effects 233: 372 

isotope enrichment 230: 266 

isotopic exchange 231: 697 

isozyme specificity 229: 696 


Janus kinases 234: 656 
juvenile hormone 234: 737 


K*-activated p-nitrophenylphosphatase 232: 420 

28-kDa channel-forming integral membrane protein 
(CHIP28) 233: 659 

Kell blood group antigens 228: 931 

keratin 19 231: 475 

ketone body 234: 466 

Kex2 227: 707; 229: 91 

K*/H* 231: 682 

K-homologous domains 230: 447 

kidney 
brush border 227: 150 

kinase cascades 227: 597 

kinetic analysis 231: 557; 233: 856 

kinetics 227: 687; 228: 918; 229: 589; 230: 676, 
686, 892, 1102; 234: 766 

kinetoplast 227: 780 

kiwi fruit 233: 926 

K-ras gene 228: 279 

Kx protein 228: 931 


La (SS-B) protein 232: 611 

lactate 227: 352 

Lactobacillus delbrueckii subsp. lactis 228: 570 

B-lactoglobulin 233: 736 

lactosaminoglycan 229: 119; 231: 779 

lactose permease 233: 766 

lactose-specific phosphotransferase system 
228: 798 

lanthionine 228: 786; 230: 587 

lantibiotics 227: 757; 228: 786; 230: 827; 
232: 478 

large T-antigen 227: 359 

larval serum protein 228: 229 

late spermatid nuclei 233: 179 

a-latroinsectotoxin 230: 854 

a-latrotoxin 230: 322, 854 

laurate 233: 395 


lazabemide 230: 934 

lead 234: 178 

leader peptidase 234: 358 

leader peptide 230: 587 

lecithin 233: 916 

lectins 232: 873: 233: 145 

leech 233: 186 

legumin 229: 645 

Leishmania donovani 230: 460 

Leloir pathway 234: 258 

lens 234: 670 

leucine aminopeptidase 228: 570 

leucine zipper 230: 416; 234: 492 

leucine-zipper motif 233: 1 

leukotriene 232: 37 

leukotriene A, 231: 528 

leukotriene A, hydrolase 231: 65 

leukotriene B, 231: 65 

leukotriene-C, synthase 234: 513 

LexA 233: 579 

Leydig cells 229: 316 

ligand binding 227: 516; 231: 510; 233: 395 

ligand-binding studies 233: 880 

ligand-induced conformational change 227: 647 

ligand orientation 227: 829 

light-acclimation 231: 503 

light-harvesting chlorophyll-a/b-binding protein of 
photosystem II 231: 503 

light intensity 229: 589 

light regulation 229: 675 

lima bean lectin 230: 958 

lima bean lectin mutants 230: 958 

limited proteolysis 229: 61; 230: 779 

Limnanthes douglasii 232: 806 

linoleic acid 230: 229 

lipase 227: 663; 228: 169 

lipase expression 228: 863 

lipase hybrid 228: 863 

lipase isoforms 228: 863 

lipase substrate selectivity 228: 863 

lipid bilayer membrane 233: 310 

lipid-binding protein 233: 406 

lipid import 228: 490 

lipid lateral diffusion 230: 287 

lipids 227: 734, 801 

lipoamide dehydrogenase 234: 861 

lipocortin 1 232: 603 

lipodepsipeptide 234: 747 

lipogenic enzymes 227: 715 

lipolytic enzymes 228: 817 

lipopolysaccharides 227: 889; 229: 194, 299, 349, 
583; 230: 705, 713; 231: 570, 784, 839; 
232: 552, 558; 233: 152, 473, 899 

lipoprotein 230: 45 

lipoprotein and hepatic lipases 227: 715 

lipoprotein lipase 231: 50 

liposome 228: 113, 271; 233: 159, 165 

lipoxygenase 230: 401 

5-lipoxygenase-activating protein 232: 37 

lipoyl domain 234: 148 

lithostathine 230: 503 

liver 228: 332; 232: 179, 344, 358 

liver mitochondria 230: 576 

locus control region 231: 271 

long-chain w—3 fatty acids 229: 741 

long-range electron transfer 233: 357 

loop diuretic 228: 506 

low-density lipoprotein 233: 171 

low-density-lipoprotein receptor 232: 700 

low-density-lipoprotein receptor-binding domain 
230: 45 

low-density-lipoprotein-receptor-related protein 
234: 714 

low-molecular-mass protein 230: 854 

L-selectin 234: 616 

luciferase 234: 382 

luciferase plasmids 228: 439 

luminescence of terbium(III) ions 231: 736 

lung 228: 381 

Lupinus albus 230: 886 

luteolysis 234: 264 

luteotropin/human chorionic gonadotropin receptor 
229: 316 





Lymnaea stagnalis 227: 175; 230: 193; 232: 272 
lymphocytes 228: 447 

lymphoid-specific cofactors 234: 308 

Lyn 229: 164 

lysis protein 231: 544 
lysophosphatidylcholine partition 228: 490 
lysophospholipase 230: 607 

lysosomal enzymes 232: 172 

lysosomal storage disorder 234: 903 
lysosome 227: 792; 228: 388; 230: 779 
lysozyme 231: 56 

lysozyme, chalaropsis-type 231: 831 
lysozyme protozoan 231: 831 

lysyl residue 229: 749 

Ly-6 227: 116 


@-macroglobulin 227: 612; 234: 714 

@-macroglobulin receptor 232: 165 

macroglycogen 234: 343 

macromolecules 232: 569 

macrophage 230: 408; 233: 171 

macrophage inflammatory protein 2 231: 306 

MADS-box 229: 1 

magnetic circular dichroism 232: 294, 501; 
233: 317 

magnetite 233: 665 

Magnetospirillum magnetotacticum 233: 665 

Magnolia 229: 645 

Maillard reaction 230: 408 

maize 231: 609 

maize germination 231: 99 

major coat protein 232: 490 

major erythroid DNA-binding protein (GATA-1) 
230: 475 

malaria 227: 214; 232: 765 

malate-aspartate shuttle 231: 498 

male behavior 229: 70 

malignant hyperthermia 233: 258 

malonyl-CoA 231: 192 

maltopentaose 232: 284 

mammalian CAD 231: 220 

mammalian cell 228: 710 

mammary carcinoma 229: 140 

mammary-derived growth inhibitor (MDGI) 
230: 872 

mammary gland epithelial cell 230: 872 

manganese 227: 700; 232: 712 

f-mannanase (Trichoderma reesei) 234: 278 

mannitol 233: 116 

manno-oligosaccharide hydrolysis 234: 278 

mannose-capped lipoarabinomannan biotinylation 
231: 440 

Many-mannosidase 233: 644 

mapping 228: 120 

marsupials 227: 396 

masking/unmasking of nucleotide-binding site 
229: 718 

mass spectrometry 227: 510, 897; 228: 250, 658, 
805; 230: 258; 232: 373; 233: 93, 116, 377 

mass spectrum 227: 186 

mast cell 227: 102; 233: 192 

mathematical modeling 229: 403 

mathematical models 229: 589 

matrix-assisted-laser-desorption-ionization MS 
234: 773 

matrix-attachment region 228: 351 

matrix metalloproteinase 228: 830; 231: 602 

matrix protein 228: 45 

mau genes 230: 860 

maximum entropy 232: 818 

maximum-entropy analysis 234: 245 

maximum-entropy method 227: 823 

MCF-7 cells 232: 47 

McLeod red cells 228: 931 

Mcm proteins 228: 431; 230: 1096 

Mcm2 protein 230: 1096 

Mcm3 228: 431 

mechanism 229: 14, 369; 232: 859 

mechanism-based inhibitors 232: 247 

mechanism of substrate dehydrogenation 228: 408 

a-melanocyte-stimulating hormone 232: 257 

melanogenesis 232: 257 
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melanoma antigen 232: 159 

melanosome 232: 159 

melatonin 232: 257 

melting enthalpy 231: 405 

melting temperature 231: 405 

membrane association 228: 689 

membrane-bound cytochrome 231: 259 

membrane fluidity 228: 1020; 230: 576 

membrane integration 233: 766 

membrane lipids 227: 897 

membrane permeability 228: 1020 

membrane protein conformation 233: 659 

membrane proteins 227: 588; 228: 798, 931; 
232: 315 

membrane receptors 229: 736 

membrane traffic 231: 31 

membrane translocation 232: 458 

membranes 227: 734; 228: 311; 722 

membranous sulfite reductase 233: 873 

2-mercaptoethanol 227: 510 

mesangial cell 227: 209; 232: 865 

metabolic control analysis 227: 194; 230: 170; 
231: 579, 587 

metabolic engineering 232: 433 

metabolic flux 230: 170 

metabolic pathways 227: 488 

metabolic regulation 231: 587 

metabolic system 229: 403 

metabolism 232: 881 

metacercaria 233: 490 

metal-affinity chromatography 234: 443 

metal binding 229: 61 

metal-coordination geometries 234: 780 

metal-response elements 230: 344 

metal-specificity 227: 700 

metal substitution 228: 653; 231: 358 

metalloenzyme 228: 425 

metalloprotein 227: 441 

metalloproteinase 231: 714; 234: 485 

metallothionein 227: 226; 230: 344 

metchnikowin 233: 694 

metcyanomyoglobin 232: 522 

Methanobacterium 231: 773 

Methanobacterium thermoautotrophicum 231: 628; 
234: 592 

methanogenesis 234: 592 

methanogenic Archaea 227: 261; 228: 640; 
230: 906; 231: 628, 773; 233: 372, 727; 
234: 910 

methanogenic genes 231: 773 

Methanopyrus kandleri 230: 906 

methionine 230: 788 

methionine synthase 230: 1053 

methyl cycle 230: 1053 

methylamine 229: 148 

methylamine dehydrogenase 230: 860 

methylamine metabolism 230: 860 

methylation 228: 351; 232: 552 

methylbenzhydroxamic acids 229: 629 

methylene blue 228: 447 

methylenetetrahydromethanopterin dehydrogenase 
227: 169 

N-methylhydantoin amidohydrolase 229: 284 

methylmethane thiosulfonate 227: 612 

methylotrophic growth 229: 148 

N°-methyltetrahydromethanopterin 228: 640 

methyltransferase 230: 119 

methylviologen 233: 593 

MgATP 230: 517 

micelle 230: 213 

microbial lipases 227: 335; 231: 50 

microcalorimetry 227: 516 

microcalorimetry, binding 232: 641 

Microcin B17 234: 414 

microdomains 228: 710 

microsequencing 228: 279; 229: 356; 230: 258 

microsomes 233: 209 

microtubule-associated protein 2 227: 68 

milk fat globule membrane (MFGM) 230: 872 

mineralized tissues 230: 183, 454 

minor components 234: 786 

minor-groove binding 229: 433 


M-intermediates 229: 589 

mismatched primer elongation 233: 856 
mismatches 228: 279 

mitochondria 227: 9, 296, 588, 657; 228: 86, 113, 

138, 271, 291, 551, 762; 230: 582, 1125; 

231: 579; 232: 569; 233: 165, 200, 531; 

234: 231, 680 
mitochondria (plant) 230: 1032 
mitochondrial ATP synthase 227: 745 
mitochondrial biogenesis 232: 344 
mitochondrial electron transport 231: 259 
mitochondrial encephalomyopathies 227: 909 
mitochondrial inner membrane 232: 309 
mitochondrial processing peptidase 228: 878 
mitochondrial protein import 228: 551, 878 
mitochondrial swelling 229: 718 
mitogen-activated-protein kinase 227: 209, 379, 

388, 597; 228: 16; 229: 503; 230: 431; 

233: 249, 83; 234: 75, 84 
mitogen-activated-protein-kinase kinase 227: 209 
mitogen-activated-protein-kinase kinase 1 234: 32 
mitogen-activated-protein-kinase kinase 2 234: 32 
mitogen-activated-protein-kinase-activated-kinase 

kinase 2 229: 503 
mitogen-activated-protein-kinase-activated-protein 

kinase (MAPKAP)2 227: 416 
mitogenic activation 233: 907 
mitogenic signaling 234: 801 
mitosis 231: 496 
mitotoxin 234: 706 
mixed solvents 227: 241 
mixed-lineage kinase 234: 492 
MK-886 232: 37 
model of nuclear hormone signaling 231: 517 
modes of action 230: 827 
modification 230: 127 
modification site 231: 242 
modified nucleotides 227: 428 
modular structure 234: 308 
MoFe protein 230: 666 
molecular chaperone 230: 3 
molecular cloning 230: 396; 232: 84 
molecular dissection 234: 132 
molecular dynamics 228: 279; 230: 555; 234: 747 
molecular evolution 229: 550; 230: 45 
molecular mechanics 228: 955 
molecular modeling 230: 511, 555; 231: 214; 

232: 284; 233: 618 
molecular orbital 227: 284 
molecular sensor 232: 7 
molecular species 228: 579 
molecular structure of heparan sulfate 234: 479 
molecular variant 234: 140 
mollusc 232: 873 
molten globule 228: 683; 231: 381; 234: 570 
molybdenum-centre sulfide 232: 646 
molybdenum cofactor 234: 766 
molybdenum-containing hydroxylase 232: 536 
molybdenum enzymes 234: 910 
molybdenum(V) EPR 232: 646 
molybdopterin 234: 910 
monoamine oxidase 230: 934 
monoclonal antibody 228: 373, 463, 855; 231: 329, 

475, 823; 232: 611; 234: 208, 245, 759 
monomer 234: 855 
monomeric structure 233: 847 
monooxygenase 227: 284; 230: 676, 686 
moray 234: 431 
morphine 233: 132 
morphogenesis 228: 515 
mouse 227: 448; 230: 1059; 234: 819 
mouse B cells 230: 926 
mouse erythroleukemia cells 230: 760 
mouse gene 231: 104 
mouse laminin y2 chain 228: 120 
mRNA 228: 236; 231: 352, 726; 232: 789 
mRNA cap 232: 778 
mRNA expression 233: 62 . 
mRNA quantification 232: 671 
mRNA stability 229: 316; 234: 557 
mtDNA 227: 909 
mucins 228: 323; 229: 140 
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MUC1 229: 140; 233: 607 

multidimensional NMR 227: 757 

multidrug resistance 228: 1020 

multienzyme complexes 233: 828 

multilamellar vesicles 230: 722 

multiple-promoter system 233: 18 

multi-ubiquitin chain 233: 42 

MurC 230: 80 

murine FcyRIII 228: 587 

muscarinic acetylcholine receptor 234: 240, 579 

muscarinic receptor 227: 466; 234: 536 

muscle specific 227: 629 

muscles 229: 741; 230: 752, 1001 

muscle-specific enolase 232: 141 

mutagenesis 229: 696; 230: 401, 511; 232: 458, 
859; 233: 750 

mutant gelsolin 229: 615 

mutant lectins 230: 958 

mutants 229: 526; 232: 220; 233: 299; 234: 506 

mutational analysis 228: 176, 184 

Myb 232: 150 

Myb denaturation 230: 733 

Myb DNA-binding domain 230: 733 

Mycobacterium 231: 440; 233: 377 

Mycoplasma fermentans 227: 897 

mycothiol 230: 821 

myelin basic protein 231: 659 

myelination 233: 947 

myeloid cells 228: 941 

myocyte enhancer-binding factor 2 (MEF-2) 
230: 88 

MyoD1 231: 282 

myogenesis 231: 282 

myogenin 227: 379; 230: 88 

myoglobin 227: 241; 233: 930 

myo-inositol derivative 230: 821 

myomesin 233: 110 

myomodulatory peptide 229: 70 

myosin 227: 459; 228: 524; 232: 235; 233: 123, 
930; 234: 501 

myosin light chain 233: 426 

myosin subfragment 1 227: 694; 232: 235 

myosin-binding protein 233: 110 

myristate 233: 395 

myristoylated alanine-rich C-kinase substrate 
(MARCKS) 233: 448 

Mytilus 232: 664 

myxobacteria 233: 238 


N-glycan 231: 317; 232: 873 

N-glycosylation 229: 682; 233: 458; 234: 485 

a-'SN-labeled amino acids 231: 166 

N-linked carbohydrate chains 233: 35 

N-linked oligosaccharide 230: 994; 232: 718; 
233: 18 

'SN relaxation 230: 1014 

Na*-coupled ATPase 232: 596 

Na*, K*, 2Cl- cotransporter 233: 414 

Na*/H* exchange 233: 414 

Na*/K*-adenosinetriphosphatase 227: 61; 232: 420 

Na*-motive oxidase 232: 304 

NADH 233: 364 

NADH dehydrogenase I 230: 538 

NADH : ubiquinone oxidoreductase 230: 538 

NADH : ubiquinone oxidoreductase (complex I) 
230: 1032 

NAD/NADP binding 228: 50 

NAD(P)H : (quinone-acceptor) oxidoreductase 
234: 452 

NADPH 228: 55 

NADPH binding 231: 157 

NAD(P)H dehydrogenase 234: 452 

NADPH oxidase 234: 208 

NADPH-protochlorophyllide oxidoreductase 
229: 291 

NAD(P)*-reducing [NiFeS] hydrogenase 233: 266 

napin 227: 316 

Narcissus pseudonarcissus 233: 864 

native-like structure 233: 837 

natriuretic peptide 227: 673; 233: 102 

natural killer cells 232: 54 

natural vitamin-D,-response elements 231: 517 
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negative cooperativity 228: 417 

negative regulation of transcription 232: 627 

negative secondary ion MS 231: 862 

nematode 232: 111 

neonatal 230: 1001 

nerve-growth factor 234: 32; 234: 84 

neurogenesis 229: 239 

neuron 227: 68 

neuronal gene expression 227: 636 

neuropeptides 227: 277; 233: 186 

neurotoxicity 231: 544 

neurotoxins 230: 854 

a-neurotoxins 228: 947; 234: 427 

neurotransmitter 233: 947 

neutral endopeptidase 233: 186 

neutron scattering 227: 241 

neutrophils 231: 714 

nickel binding 227: 857 

nickel-chelate affinity chromatography 228: 798 

nickel insertion 230: 133 

nickel proteins 228: 653 

Nicotiana tabacum 233: 249 

nicotinic acetylcholine receptor 228: 947 

nidogen 227: 681 

[NiFeJhydrogenase 227: 545; 233: 727 

nikA gene 227: 857 

nitrate reductase 234: 766 

nitric oxide 230: 1046; 232: 188; 232: 358; 
234: 231 

nitric oxide, S-nitroso-N-acetyl-DL-penicillamine 
234: 472 

nitric oxide reductase 232: 737 

nitric oxide synthase 230: 52; 233: 701 

nitrite reductase 232: 737 

N-(7-nitrobenz-2-oxa-1 ,3-diazol-4-yl)—colcemid 
232: 844 

nitrogen fixation 231: 742 

nitrogenases 229: 14; 230: 666; 231: 396; 
234: 921 

S-nitrosoglutathione 234: 472 

nitrous-oxide reductase 232: 294; 234: 686 

NMR 227: 78, 87, 249, 441; 228: 279, 395, 786, 
849; 229: 119, 194, 433, 494, 629, 658; 
230: 621, 879, 1007, 1014, 1073; 231: 142, 250, 
659, 761, 839; 232: 192, 206, 315, 391, 433, 490, 
506, 515, 726, 825; 233: 283, 293, 335, 473, 544, 
568, 650, 837, 847; 234: 148, 278, 616, 747, 786, 
832 

Nm23 234: 200 

5’ non-coding region 228: 129 

a3(IV) non-collagenous domain 229: 754 

non-heme iron 230: 401; 231: 186 

non-oxidative decarboxylation 230: 104 

non-polar core 231: 405 

non-shivering thermogenesis 229: 718 

noradrenaline 234: 466 

Northern-blot hybridization 230: 1059 

N-terminal sequences 233: 340 

N-terminus 227: 524 

nuclear 232: 473 

nuclear extracts 230: 926 

nuclear factor KB 228: 447; 230: 920; 232: 28; 
234: 632 

nuclear factor interleukin-6 231: 292 

nuclear hormone receptors 231: 517 

nuclear localization 234: 382 

nuclear proteins 228: 431; 230: 1096; 232: 134 

nuclear quadrupole interactions 234: 780 

nucleotide binding 228: 719; 229: 718 

nucleotide conformation 230: 517 

nucleoside-diphosphate kinase 234: 200 

5’-nucleotide esters 233: 442 

nucleotide exchange 229: 621 

nucleotide hydrolysis 230: 384 

nucleotide photoaffinity analogs 228: 109 

nucleotide-pyrophosphatase 233: 442 

nucleotide sequence 227: 359; 230: 587; 233: 227 

nucleotide sequence analysis 228: 570 

nucleotides 234: 1 


O antigen 230: 705, 713; 231: 784 
O1 Vibrio cholerae 229: 583 


O-antigen 233: 473, 899 

O-glycosylation 229: 140; 230: 965; 233: 607 

O-linked oligosaccharides 230: 503 

O-linked saccharide 234: 616 

O-specific polysaccharide 232: 552 

octanoate 231: 498 

octyl-Sepharose chromatography 233: 384 

Oct-1 232: 627 

Oct-2a 234: 308 

odorant-binding protein 230: 298 

oil seed rape 227: 316 

okadaic acid 228: 625 

olfaction 234: 521 

(2’-5’)oligo(adenylate) synthetase 230: 97; 
232: 351 

oligosaccharide processing 231: 344 

oligosaccharides 228: 805 

oligosaccharide structure 230: 146; 231: 424, 434 

oligosaccharyl transferase 228: 689 

oncogenesis 227: 537 

oncogenic transformation 234: 336 

oncoprotein 234: 827 

oocyte maturation 230: 491 

oogenesis 228: 229 

organic-anion transport 228: 506 

organic solvent 227: 551 

organophosphonate 234: 225 

ornithine decarboxylase 229: 276; 231: 40 

oryzasin 232: 77 

osmolarity 231: 40 

osmotically regulated expression 234: 732 

osteocalcin 228: 222; 232: 515 

outer-membrane phospholipase A 232: 214 

outer-membrane protein 234: 934 

overexpression 229: 188; 230: 533; 234: 406 

overproduction 227: 857 

oxaloacetate decarboxylase 231: 790 

oxazole 234: 414 

oxidation 232: 98 

a-oxidation 232: 545 

B-oxidation 227: 715 

oxidative cleavage 229: 377 

oxidative phosphorylation 227: 916; 230: 549; 
231: 579; 232: 569 

oxidative stress 227: 416 

2-oxoglutarate dehydrogenase complex 234: 148 

2-oxo-1,2-dihydroquinoline 5,6-dioxygenase 
232: 536 

oxygen binding 234: 431 

oxygen burst 231: 93 

oxygen-evolving complex 233: 864 

oxygen sensor 234: 92 


P protein 234: 116 

paired box 228: 899 

paired helical filaments 233: 9 
palmitoyl-CoA 231: 192 

pancreas 230: 503 

pancreatic lipase 230: 892 

Papaver 233: 132 

papillomavirus 229: 517 

Paracoccus 234: 878 

Paracoccus denitrificans 229: 148; 230: 359, 860 
Paragonimus westermani 233: 490 
paramagnetic metalloproteins 232: 192 
paramagnetic NMR 231: 358 
paramagnetic shifts 227: 829 
parathyroid-hormone-related protein 229: 91 
partial amino acid sequence 232: 646 
particle assembly 228: 739 

parvalbumin 230: 498 

PAX 228: 899 

PC-1 228: 669 

PC12 cells 234: 84 

PCR 227: 359; 230: 439; 232: 150 
pectic fragments 232: 449 

pectin methylesterase 233: 926 

pectin methylesterase inhibitor 233: 926 
Pectinatus 232: 552 

penta-antennary glycan 228: 822 

PepC, thioether-forming enzyme 232: 478 
PepP, serine protease 232: 478 





peptidase 233: 186 

peptide 229: 526; 231: 370; 233: 701 

B peptide 233: 293 

peptide antibiotic 234: 414 

peptide antigens 229: 178 

peptide mapping 228: 463; 233: 448 

peptide mass fingerprinting 230: 258 

peptide purification 233: 694 

peptide scanning 231: 475 

peptide sequence 228: 480; 231: 259 

peptide structure 230: 634; 233: 283, 293 

peptide synthetase 230: 119 

peptide-based immunity 228: 257 

peptidoglycan 230: 80 

Pep5 biosynthetic gene cluster 232: 478 

perfluoroacyl anhydride vapor 228: 362 

perfused liver 234: 466 

perinatal 230: 1001 

peripheral site 231: 651 

Periplaneta 234: 737 

periplasmic protein 227: 857 

perlecan 231: 551 

peroxidase isozymes 228: 855 

peroxidases 227: 270; 228: 955; 232: 825; 
234: 878 

peroxidation 233: 930 

peroxisome-proliferator-activated receptor (PPAR) 
233: 219 

peroxisome proliferators 230: 316, 813 

peroxisome-targeting signals 230: 157 

peroxisomes 230: 157; 231: 815; 232: 545; 
233: 219 

peroxygenase 230: 229 

peroxynitrite 234: 231 

perturbed angular correlation of y-rays 233: 554; 
234: 780 

PEST hypothesis 233: 432 

pH 234: 501, 801 

pH dependence 232: 381 

phage display library 231: 475 

phagocytosis 233: 778 

phalloidin 230: 32; 232: 726 

pharmacology 230: 350 

phase transitions 231: 199; 233: 916 

phenol 229: 77 

phenol hydroxylase 227: 284 

phenol oxidase (tyrosinase) 228: 870 

phenylacetylcarbinol 234: 650 

phenylalanine hydroxylase 231: 414 

pheochromocytoma 233: 538 

pheromone analogues 234: 521 

pheromone-binding kinetics 232: 706 

pheromone-binding protein 232: 706 

PHO84 227: 566 

Phormia 230: 298 

phosphate-H* symport 227: 566 

phosphate transport 228: 927 

phosphatidic acid 228: 579; 233: 907 

phosphatidylcholine 228: 490; 232: 881 

phosphatidylethanolamine 232: 881 

phosphatidylinositol 3-kinase 230: 431 

phosphatidylinositol 4,5-bisphosphate 228: 587; 
230: 281 

phosphatidylinositol 4,5-bisphosphate binding 
229: 621 

3’-phosphoadenylylsulfate 233: 347 

phosphocalmodulin 234: 50 

phosphodiesterase 228: 480 

phosphodiesterase I 228: 669; 233: 442 

4’-phosphopantetheine 230: 119 

phosphoenolpyruvate carboxykinase 227: 308; 
234: 390 

phosphoenolpyruvate carboxylase 228: 92 

phosphofructokinase 230: 258 

6-phospho-f-galactosidase 232: 658 

phosphoglycerate 233: 800 

phosphoglycerate kinase 227: 556, 629 

phosphoglyceromutase 229: 395 

phosphoinositel lipid 229: 615 

phospholipase A 234: 934 

phospholipase A, 228: 199; 230: 164; 231: 747 

phospholipase A, inhibitor 227: 19 
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phospholipase C 229: 615; 231: 31; 233: 414 

phospholipase C-a 234: 336 

phospholipase D 231: 31; 233: 907; 234: 240 

phospholipid 233: 62 

phospholipid binding 234: 293 

phospholipid profile 230: 576 

phospholipid/a-tocopherol clusters 233: 916 

phosphomannose isomerase 230: 111 

phosphonoacetate 234: 225 

phosphopeptide 231: 673 

phosphoproteins 231: 802 

phosphoregulation 234: 513 

phosphorescence 231: 736 

5-phospho-a-D-ribose 1-diphosphate synthetase 
230: 517 

phosphorylase kinase 230: 139; 234: 301 


phosphorylation 227: 68; 228: 463, 625, 669, 962; 


230: 316, 491; 231: 99, 496; 233: 83, 963; 
234: 50, 550, 670 

phosphotransferase system 232: 658 

phosphotyrosine 231: 673 

photoaffinity labeling 227: 730; 228: 947; 
229: 669; 232: 106, 578; 234: 66, 521 

photochemically induced dynamic nuclear polariza- 
tion 227: 78, 87 

photochemically modified DNA 228: 849 

photocycle regulation 229: 589 

photoinhibition 227: 723; 231: 448; 233: 677 

photolabeling 234: 947 

photooxidation 228: 710 

photosensitization, haman immunodeficiency 
virus 1 228: 447 

photosynthesis 231: 503; 233: 709 

photosystem I 234: 459 

photosystem II 227: 723; 233: 677, 709; 234: 16, 
459 

photosystem II aggregation state 233: 709 

photosystem II heterogeneity 233: 709 

(6-4) photoproduct 228: 849 

Phycomyces 232: 381 

phylogenetic tree 233: 227 

phylogeny 227: 186; 228: 343 

phytanic acid 232: 545 

Pichia stipitis 228: 50 

pig 231: 83 

pig articular cartilage 233: 672 

pig liver 228: 689 

pig microsomes 231: 855 

pig transthyretin 230: 977 

pig transthyretin cDNA 230: 977 

pigment-protein complexes 234: 459 

pineal gland 228: 129 

pink-eyed dilution locus 232: 159 

Pisum sativum 228: 138 

planar lipid bilayer 229: 155 

plant 228: 480 

plant thioredoxins 229: 473 

plasma clearance 234: 661 

plasma membrane 230: 287; 231: 802; 234: 50, 
794 

plasma protein 227: 396 

plasminogen 229: 83 

plasminogen activation 227: 407 

plasminogen activator 231: 466 

plasminogen-activator inhibitor 233: 514 

plasminogen-activator inhibitor type-1 (PAI-1) 
227: 494 

Plasmodium falciparum 228: 86; 232: 765; 
233: 62 

platelet aggregation 227: 647; 233: 756 

platelet factor 4 228: 658 

platelet-activating factor 229: 327 - 

platelet-derived growth factor 227: 209; 234: 84 

platelet-derived-growth-factor receptor 230: 951 

platelet(s) 228: 579 

platinum drugs 228: 616 

platinum(IV) 228: 616 

pleckstrin 228: 579 

Plesiomonas 231: 839 

plsC 232: 806 

*P-NMR 233: 116 

PNR-2/pS2 233: 847 


point mutation 228: 155 

poliovirus 234: 849 

polyadenylation 233: 784 

polyalkylcyanoacrylate nanoparticles 232: 404 

polyamines 230: 498; 231: 40 

polyclonal antibodies 232: 235 

polyesters, 4-hydroxybutyrate 227: 43 

polyhydroxyalkanoic acids 227: 43 

polyhydroxynortropanes 229: 369 

polymethylglucose polysaccharide 233: 377 

polymorphism 229: 35 

poly(N-acetyllactosamine) 230: 797 

polynucleotide 228: 697 

polyol 233: 891 

polyomavirus 227: 359 

poly(L-proline) 230: 281 

polyprotein processing 228: 191 

polypyrimidine 229: 426 

polysaccharide 231: 570 

polysaccharide structure 232: 558 

polysulfide reductase 230: 601 

porcine 230: 200 

porcine liver 229: 736 

porcine myeloid antibacterial peptide (PMAP-37) 
228: 941 

porcine platelets 228: 658 

porcine zona pellucida 230: 329 

pore-forming proteins 231: 388 

pore-forming toxin 234: 329 

porphobilinogen 234: 178 

porphyrin 233: 159, 165 

porphyrin dimer 233: 159, 165 

post-transcriptional regulation 229: 21 

post-translational modifications 227: 270; 
228: 786; 230: 447, 587 

post-translational processing 231: 300 

potassium 234: 947 

potassium-efflux inhibition 229: 155 

potyvirus 229: 107 

precursor maturation 231: 115 

precursor protein 230: 250 

precursor sequence database 227: 707 

pregnancy-specific glycoprotein 229: 455 

pregnenolone 16a-carbonitrile 229: 171 

preparative ultracentrifugation 228: 524 

preproendothelin-1 234: 819 

primary structure 227: 27, 202, 476, 873; 228: 250, 
381, 886; 229: 70, 566; 230: 104 

primosome 230: 384 

prismane protein 232: 501 

processing 228: 971; 229: 91, 356, 533; 230: 250; 
232: 19 

processing enzyme 231: 300 

prochiral triacylglycerol analogs 227: 335 

Procion blue MX-R 233: 880 

procoagulant 233: 756 

product entrapment 231: 845 

profilin 230: 281; 233: 976 

proglycogen 234: 343 

proglycosyn 234: 301 

progress-curve analysis 234: 278 

projectin 233: 426 

prolamellar body 229: 291 

proline hydroxylation 228: 160 

proline residues 227: 454 

proline-rich domain 228: 899 

proline-rich proteins 228: 343 

prolyl endopeptidase 227: 277 

prolyl oligopeptidase 233: 432 

promoter 228: 439; 229: 224; 230: 1066; 
233: 793; 234: 542 

promoter analysis 227: 636 

proneural gene 229: 239 

pro-ocytocin convertase 227: 707 

Propionigenium modestum 232: 596 

propolypeptide 232: 773 

prostaglandin E, 228: 23; 231: 809 

prostaglandin-E, 9-reductase 234: 264 . 

prostaglandins 227: 130 

prostanoid receptor 231: 809 

protamine 233: 744 

protease 2A 234: 849 
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protease Hycl 227: 545 

proteases 227: 407, 681, 792; 229: 327; 231: 503; 
233: 490, 683 

proteasomes 227: 792 

protein 230: 213 

14-3-3 protein 229: 45 

T protein 233:9 

protein 4.1 231: 644 

protein A 233: 969 

protein acylation 232: 373 

protein biosynthesis 227: 816; 229: 596; 234: 132 

protein—carbohydrate interactions 230: 621; 
233: 618 

protein charge 228: 551 

protein chemistry 227: 510; 234: 125 

protein C inhibitor 234: 641 

protein conformation 229: 494; 232: 206 

protein conjugate 231: 563 

protein conjugation and purification 234: 706 

protein crystallography 233: 750 

protein deamidation and repair 228: 894 

protein degradation 227: 792; 231: 720 

protein denaturation 234: 382 

protein dielectric 233: 335 

protein dimerization 230: 879 

protein disulfide-isomerase 231: 312; 232: 755; 
233: 27 

protein - DNA complex 228: 149 

protein-DNA interactions 229: 1 

protein domains 229: 377 

protein dynamics 230: 1014 

protein energy states 234: 363 

protein engineering 227: 573; 228: 50; 230: 38; 
233: 828 

protein evolution 230: 977 

protein expression 230: 424; 233: 828 

protein folding, 227: 87; 230: 3; 231: 381; 
232: 214, 5283-233: 837 

protein G B1 domain 230: 634 

protein glycosylation 227: 880; 228: 817 

protein-histidine kinase 234: 200 

protein import 230: 157; 232: 309 

protein interactions 227: 681; 229: 517; 231: 736 

protein kinase 227: 344, 367; 228: 236; 229: 164; 
230: 752; 232: 111; 233: 426; 234: 50, 492 

protein kinase A 233: 963; 234: 536 

protein kinase A sequence 232: 111 

protein kinase C 227: 303, 344; 228: 1, 211, 587; 
230: 164; 232: 865; 233: 448; 234: 550, 598 

protein kinase C isotypes 233: 448 

protein-kinase-C tyrosine kinase 234: 513 

protein-kinase-C-related kinase 227: 344 

protein kinase CK1 234: 317 

protein kinase CK2 230: 1025; 233: 327; 234: 317 

protein kinase PKR 230: 97 

protein-ligand interaction 230: 266 

protein—lipid interaction 227: 663; 230: 213 

protein mapping 230: 481 

protein—membrane interaction 234: 329 

protein methylation 228: 894 

protein modeling 228: 955 

protein modules 229: 35; 231: 551 

protein NMR 229: 178 

protein phosphatase 227: 367 

protein phosphatase 2A 229: 207; 230: 766, 1037; 
231: 486 

protein phosphatase 2B 232: 712 

protein phosphorylation 227: 388; 228: 211; 
230: 1025, 1037; 232: 134, 664, 671; 233: 506 

protein phosphorylation/dephosphorylation 
231: 486 

protein processing 227: 316; 228: 160; 233: 744 

protein purification 231: 639; 234: 732; 234: 586 

protein self-assembly 231: 388 

protein sequencing 228: 506 

protein stability 227: 563, 573; 230: 1088 

protein structure 227: 249; 228: 395; 230: 614; 
232: 849 

protein synthesis 228: 935; 229: 419; 233: 277, 
809; 234: 550 

protein translocation 228: 531; 233: 766 

protein transport 232: 755 
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protein turnover 231: 454 

protein tyrosine kinase 229: 164 

protein-tyrosine-phosphatase 234: 871 

protein unfolding 230: 733 

proteinase 228: 191; 232: 84; 233: 756 

proteinase binding 227: 612 

proteinase inhibition 227: 612 

proteinase yscA 231: 115 

protein/detergent complexes 232: 818 

protein—protein aggregation 231: 747 

protein-protein interactions 227: 647; 229: 1 

proteins 
outer membrane 227: 9 

proteolipid 227: 745 

proteolysis 227: 792; 230: 25; 233: 9, 969 

proteolytic activation 229: 257 

proteolytic modification 233: 340 

proteolytic processing 229: 132 

proteose peptone 234: 939 

Proteus, O-antigen serology 232: 558 

Proteus mirabilis 230: 705, 713 

prothrombin 227: 753 

prothymosin a 231: 639; 233: 48 

protochlorophyll b 229: 291 

protometer 232: 304 

proton 232: 586 

proton-pumping pyrophosphatase 228: 138 

proton translocation 228: 719; 232: 315; 233: 478 

protoporphyrinogen oxidase 229: 669; 760 

protozoan flagellate 234: 871 

pro-urokinase 231: 563 

pseudogenes 229: 575 

Pseudomonas 227: 161 

Pseudomonas aeruginosa 229: 385 

Pseudomonas fluorescens 234: 225 
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Russell’s viper venom 234: 140 


S antigen 234: 437 

2S protein 227: 316 

20S proteosome 231: 720 

20S and 26S proteasome complexes 229: 276 

26S protease 231: 1; 231: 720 

70S ribosomes 233: 809 
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Streptomyces caespitosus 233: 683 

Streptomyces olivaceoviridis 
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structure 228: 849; 230: 705, 713; 232: 391, 552, 
677, 825; 233: 554, 786 

structure/activity relationships 229: 369 

structure determination 230: 587 

structure/function relationships 230: 934, 1111 

structures and conformations 230: 827 

subcellular location 231: 344 

subfragment 1 dimer 228: 524 

subsite 233: 140 

substrate binding 233: 600 

substrate channeling 227: 556 

substrate recognition 231: 557 

substrate specificity 227: 687; 228: 408; 229: 113; 
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subunit c 233: 478 

subunit composition 227: 296; 233: 873 
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succinate-semialdehyde dehydrogenase 227: 43 
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thermoadaptation 233: 227 
thermodynamics 228: 388 
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Thermoplasma acidophilum 227: 848 
thermosome 227: 848 


thermostability 229: 688, 726; 230: 481; 231: 214; 
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Thermotoga maritima 229: 658 
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transcription regulation 227: 143, 629, 808; 232: 7 

transcriptional activity 233: 584 

transcriptional control region 232: 620 
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transcriptional repression 231: 620 

transcription-factors 233: 200 

transcripts 231: 83 
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transient kinetics 234: 603 
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translational control 231: 40 
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triplex stability 228: 918 

tRNA 234: 897 
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tRNA recognition 229: 596; 234: 897 
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T7 transcript 234: 897 
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troponin 227: 694 
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trypsin 232: 677 
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tryptic degradation 230: 886 
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tryptophan indole-lyase 229: 540 
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tumors 234: 406 

tumor-suppressor protein 228: 625 

tungsten enzymes 234: 910 

tunicamycin resistant 233: 458 
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L-tyrosine 229: 540 
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tyrosine phenol-lyase 229: 540 
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tyrosine sulfate 234: 773 
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ubiquitin 229: 276; 230: 634; 231: 1, 720; 233: 42 
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ubiquitin—calmodulin ligase 231: 1 
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UDP-glucose 233: 520 
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unfolding 229: 726; 230: 614; 234: 160, 501 
unsaturated fatty acid 231: 186 
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uridine/cytidine kinase 233: 538 

urinary trypsin inhibitor 233: 687 
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viscometry 228: 524 
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vitronectin glycosylation 230: 994 
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wall assembly 227: 372 

water channel 233: 659 

Western blotting 228: 144 
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X-ray crystal structure 228: 830 
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X-ray diffraction 233: 916 
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X-ray structure 233: 27 
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yeast metabolism 228: 113 
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